In the title compound, C 6 H 10 N 3 + ÁC 7 H 3 N 2 O 6 À Á2H 2 O, the aminopyrimidine molecule is protonated at one of the pyrimidine N atoms. The carboxylate group of the 3,5-dinitrobenzoate anion interacts with the protonated pyrimidine N atom and the 2-amino group through a pair of N-HÁ Á ÁO hydrogen bonds, forming an R 2 2 (8) motif. Two inversion-related pyrimidine rings are linked via a pair of N-HÁ Á ÁN hydrogen bonds, also forming an R 2 2 (8) ring motif. 
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Comment
Hydrogen-bonding patterns involving aminopyrimidine and carboxylates have been observed in drug-receptor interactions, protein-nucleic acid interactions and supramolecular architectures (Desiraju, 1989) . Studies of such interactions are also of current interest because of their applications in drug design and the crystal engineering of pharmaceuticals (Stanley et al., 2005) . Pyrimidine and aminopyrimidine derivatives are biologically important compounds as they occur in nature as components of nucleic acids. Some aminopyrimidine derivatives are used as antifolate drugs (Hunt et al., 1980; Baker & Santi, 1965) . Two monoclinic polymorphic forms of 3,5-dinitrobenzoic acid (Prince et al., 1991) have already been reported. From our laboratory, the crystal structures of 2-amino-4,6-dimethylpyrimidinium bromide 2-amino-4,6-dimethyl pyrimidine monohydrate (Panneerselvam et al., 2004 ) and 2-amino-4,6-dimethylpyrimidinium picrate (Subashini et al., 2006) have been reported. The present study was undertaken to explore the hydrogen-bonding patterns involving aminopyrimidine-carboxylate interactions.
The asymmetric unit of the title compound contains one 2-amino-4,6-dimethylpyrimidinium cation, one 3,5-dinitrobenzoate anion and two water molecules (Fig. 1) . Protonation of the pyrimidine base on the N1 site is reflected in a change in bond angle. The C2-N3-C4 angle at unprotonated atom N3 is 117.6 (2)°, while for protonated atom N1, the C2-N1-C6 angle is 120.5 (2)°. The carboxylate group of the 3,5-dinitrobenzoate anion (O1 and O2) interacts with the protonated N1 atom and the 2-amino group of the pyrimidine moiety through a pair of N-H···O hydrogen bonds, forming a fork-like interaction with graph-set R 2 2 (8) (Lynch & Jones, 2004) . This R 2 2 (8) motif is one of the 24 most frequently observed bimolecular cyclic hydrogen-bonded motifs in organic crystal structures (Allen et al., 1998) . The aminopyrimidinium cations are centrosymmetrically paired through two N-H···N hydrogen hydrogen bonds involving the 2-amino group and the N3 nitrogen atom (graph-set R 2 2 (8)) (Fig. 2) . A similar type of interaction has been observed in crystal structure of trimethoprim m-chlorobenzoate and trimethoprim m-chlorobenzoate dihydrate (Baskar Raj et al., 2003) .
Experimental
A hot ethanol solution of 2-amino-4,6-dimethylpyrimidine (31 mg, Aldrich) was added to a hot aqueous solution of 3,5-dinitrobenzoic acid (53 mg, LOBA) in a 1:1 molar ratio. The resultant solution was warmed over a water bath for an hour. After a few days brown colored block shaped crystals were obtained as a result of slow evaporation.
Refinement
All H atoms were placed in idealized locations and were refined using a riding model, with C-H = 0.95-0.99 Å, N-H = 0.88 Å and U iso (H) = 1.2 U eq (C, N). The thermal parameters of both water molecules are very high. All the H atoms of the water molecules have been fixed and were not refined. 
